Institute of Plant and Microbial Biology
Small Molecule Metabolomics Core Lab

3534 3 Small Molecule Metabolomics Core Lab consultation form
Sample information Date:
User Name: PI:
Institution: Contactemail:
User/Lab
Lab No. Phone:
Compound | Quantification type: [_] Absolute quantification[ ] Relative quantification
of Interest Compound name CAS NO
Compound name CAS NO
Compound name CAS NO
Compound name CAS NO
Compound name CAS NO
Instrument | o LC-MS:

0 GCMSD-5977B: o Liquid o Headspace o SPME

0o GCMSD-9000: o Liquid

o UPLC: Waters UPLC Classic System —0 PDAo ELSDo FLRo FC

o HPLC: Agilent 1260 Infinity I o DADo FLDo FC

0 AKTA-2: GE AKTA PURE 25M

0o HPAEC: DIONEX ICS-50000 PADo Ion Suppressor 0 Fraction Collector
o Other

LC method

column

column temperature
Mobile phase A
Mobile phase B
Sample soluble solvent

MS method

Ion source: o0 ESI o APCI o MALDI

MS2o CIDo HCD

Polarity: o Positive 0 Negative

MS analyzer: 0 MS (m/z range: ) 0 MS/MS

Discussion

0 User document o User methodo User informationo User paper
0 Targeted Quantitation o0 Metabolome Profiling

0 Scheduled analytical date
o Extraction date

*Do not fill in the options that cannot be confirmed.
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Institute of Plant and Microbial Biology
Small Molecule Metabolomics Core Lab

35349 H Small Molecule Metabolomics Core Lab consultation form

Sample information Date:

Eig A Tzl

User Name PI

¥ /8854 % 44 email

Institution

R&E: BT

Lab No. User/Lab Phone

R =Y e i Quantification type : [_] Absolute quantification [ ] Relative quantification
PRt S CAS NO
PRt SF CAS NO
R CASNO
PRy CF CASNO
L CASNO

#r KRR [ JLC-MS:

[ IGCMSD-5977B: [JLiquid [ |Headspace [ ][SPME

[ IGCMSD-9000: [] Liquid

[ JUPLC: Waters UPLC Classic System —[_|PDA[_JELSD[_JFLR[_JFC

[ JHPLC: Agilent 1260 Infinity I [ J]DAD[_JFLD[ JFC

[[JAKTA-2: GE AKTA PURE 25M

[ JHPAEC: DIONEX ICS-5000[_[PAD[_]| Ion Suppressor [_|Fraction Collector

[ ]Other

VAR E aEs

# 1 (column)
column J§ A&

Mobile phase A
Mobile phase B

& 1%

MS 4 #7if i+

Ion source : [ JESI[ JAPCI[ | MALDI

MS2[ |CID[ JHCD

Polarity : [] Positive [_] Negative

MS analyzer : [ ] MS (m/z range: ) [ IMS/MS

BE

[ ]User document [ JUser method[ |User information[_|User paper
[_]Targeted Quantitation [ |Metabolome Profiling

[_IScheduled analytical date
[ JExtraction date
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